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This book constitutes the refereed proceedings of the 10th European
Conference on Evolutionary Computation, Machine Learning and Data
Mining in Bioinformatics, EvoBIO 2012, held in Malaga, Spain, in April
2012 co-located with the Evo* 2012 events. The 15 revised full papers
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modeling toward the processing and improved understanding of
biological data. Experimentalists now routinely generate new
information on such a massive scale that the techniques of computer
science are needed to establish any meaningful result. As a
consequence, biologists now face the challenges of algorithmic
complexity and tractability, and combinatorial explosion when
conducting even basic analyses.
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