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This book constitutes the proceedings of the 20th Annual Conference
on Research in Computational Molecular Biology, RECOMB 2016, held in
Santa Monica, CA, USA, in April 2016. The 15 regular papers presented
in this volume were carefully reviewed and selected from 172
submissions. 20 short abstracts are included in the back matter of the
volume. They report on original research in all areas of computational
molecular biology and bioinformatics.
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and Player Audience on Experience of Logic Grid Puzzles.  -- Video
Feedback as a Model for Emergent Narrative.  -- Complementing
historical interpretation narratives with conceptual maps.  -- Creative
Practice as Research: Reenacting Trauma and Haptic Visuality Approach
in Cinematic Virtual Reality Documentary– The Road to Yesterday.  --
When Worlds Wink Back: Reflexive World-Building and the Epistemology
of Player Conspiracy in Honkai: Star Rail.  -- From Simulation to
Collaboration: Lessons from Designing an Interactive Narrative about a
Character living with Aphasia.  -- Evaluating Retellings as a Design
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This two-volume set constitutes the refereed proceedings of the 18th
International Conference on Interactive Digital Storytelling, ICIDS 2025,
held in Saint Julian, Malta, during December 1–5, 2025. The 31 full
papers, 4 short papers and 19 Late Breaking Works included in this
book were carefully reviewed and selected from 110 submissions.This
year, the thematic areas of the conference were organized into five
main sections: Theory, History and Foundations; Methods, Tools and
Updates; Applications and Case Studies; Social, Cultural and Critical
Perspectives; and the Late Breaking works.


