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Chemical engineering has often been referred to as a study in
methodology. Approaches in chemical engineering are determined by
individual phenomena/processes, and each of these are studied
individually. The phenomena that are treated in chemical engineering
can be classified into two groups:(1) phenomena that are definite and
can be expressed by formulas such as differential equations (2)
phenomena that can be expressed only by probability terms. The focus
of Chemical Engineering - A new Perspective is on ""information
entropy"". The main themes covered are mixing, separation, tur
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This book constitutes the strictly refereed post-workshop proceedings
of the German Conference on Bioinformatics, GCB'96, held in Leipzig,
Germany, in September/October 1996. The volume presents 18 revised
full papers together with three invited papers; these contributions were
selected after a second round of reviewing from the 91 conference
presentations. The book addresses current issues in computational
biology and biologically inspired computing. The papers are organized
in sections on biological and metabolic pathways, sequence analysis,
molecular modeling, visualization, and formal languages, and DNA.


