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Cover; The Digital Musician; Copyright; Contents; Figures and Tables;
Preface; Notes to the Second Edition; Acknowledgements; Part I:
Engaging; 1. Creative Identity; What Are You?; Project 1 (Elementary):
Elevator Pitch; Where Have You Come From?; Where Are You Going?;
Introduction to the Case Studies; Project 2 (Intermediate): Personal
Vision Statement; 2. Aural Awareness; Listening; Listening Modes;
Listening Purposes; Listening Situations; Project 3 (Elementary): Listen,
Listen; The Soundscape; Project 4 (Intermediate): Soundwalk;
Soundscape Composition



Sommario/riassunto

Project 5 (Advanced): Soundscape PieceHearing; Project 6 (Elementary):
Speech Patterns; The Ear-Brain Connection; Information: The Mechanics
of Hearing; Machine Listening; 3. Exploring Sound; Acoustics and
Psychoacoustics; Information: Fundamentals of Acoustics; Sound
Structures; Project 7 (Intermediate): Sound Structures; Duration; Project
8 (Elementary): Extended Duration; Pitch and Tuning; Information: The
Harmonic Series; Harmonicity and Inharmonicity; Project 9 (Advanced):
Drone Piece; From Noise to Silence; Information: Noise and Loudness;
Project 10 (Advanced): Incomplete Silence

TimbreProject 11 (Intermediate): Timbral Study; 4. Listening to Music;
The Musician's Ear; Aural Phenomena; Active Listening; Critical
Listening; Listening to Electro-acoustic Music; Project 12 (Elementary):
Sud; Part II: Creating; 5. Organizing Sound; Sound-Art, Sonic Art and
Sound Design; Project 13 (Intermediate): Hearing Hearing; Sound in
Space; Information: Behaviour of Sound in Space; Project 14
(Intermediate): Diffraction Installation; Network Space; Project 15
(Elementary): Sonic Wiki; Spatialization; Multichannel Sound Diffusion;
Information: Spatialization Layouts

Project 16 (Advanced): Types of SpaceSound through Time;
Spectromorphology; Project 17 (Advanced): Quintessence; 6. Digitizing
Sound; Sampling; Fourier Transforms; Project 18 (Elementary): FFT
Processing; File Formats; Project 19 (Elementary): File Formats;
Representing; Wave-form Diagrams; Spectograms; Synthesizing;
Information: Sinusoids; Project 20: Analysis-Synthesis; Processing;
Time Domain Processes; Frequency Domain Processes; Project 21
(Elementary): Reverse EQ; Dynamic Processes; Spatial Processes;
Spectral Processes; Project 22 (Elementary): Sonic Morph; 7. Creating
Music

The ComposerWhy Compose?; Project 23 (Intermediate): Inspiration
Box; The Compositional Process; Aural Imagination; Project 24
(Intermediate): Sunset; Intention and Result; Freedom and Constraint;
Project 25 (Advanced): Sudoku; Originality and Style; Project 26
(Advanced): Pastiche; Form and Structure; Project 27 (Advanced): Open-
form Work; Mood and Modalities; Project 28 (Advanced): Night Piece; 8.
Instruments and Media; Musicians and their Instruments; Organology;
Project 29 (Advanced): Infra-Instrument; Extended Acoustic
Instruments

Project 30 (Elementary): Sound Byte for Voice or Percussion

The Digital Musician is a textbook for creative music technology and
electronic music courses. It provides an overview of sound properties,
acoustics, digital music, and sound design as a basis for understanding
the compositional possibilities that new music technologies allow.
Creative projects allow students to apply key concepts covered in each
chapter. Topics covered include hardware hacking, live coding,
interactive music, sound manipulation and transformation, software
instruments, networked performance, as well as critical listening and
analysis.Feature
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Minimum Factorization Agreement of Spliced ESTs -- Annotating
Fragmentation Patterns -- biRNA: Fast RNA-RNA Binding Sites
Prediction -- Quantifying Systemic Evolutionary Changes by Color
Coding Confidence-Scored PPI Networks -- PMFastR: A New Approach
to Multiple RNA Structure Alignment -- On the Upper Bound of the
Prediction Accuracy of Residue Contacts in Proteins with Correlated
Mutations: The Case Study of the Similarity Matrices -- Constructing
Majority-Rule Supertrees -- SCJ: A Variant of Breakpoint Distance for
Which Sorting, Genome Median and Genome Halving Problems Are Easy
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-- A Simple, Practical and Complete -Time Algorithm for RNA Folding
Using the Four-Russians Speedup -- Back-Translation for Discovering
Distant Protein Homologies -- A Markov Classification Model for
Metabolic Pathways -- Mimosa: Mixture Model of Co-expression to
Detect Modulators of Regulatory Interaction -- Phylogenetic
Comparative Assembly -- K-Partite RNA Secondary Structures --
Efficient Algorithms for Analyzing Segmental Duplications, Deletions,
and Inversions in Genomes -- Predicting Gene Structures from Multiple
RT-PCR Tests -- A Tree Based Method for the Rapid Screening of
Chemical Fingerprints -- Generalizing the Four Gamete Condition and
Splits Equivalence Theorem: Perfect Phylogeny on Three State
Characters -- Decoding Synteny Blocks and Large-Scale Duplications in
Mammalian and Plant Genomes -- A General Framework for Local
Pairwise Alignment Statistics with Gaps -- mpscan: Fast Localisation of
Multiple Reads in Genomes -- Fast Prediction of RNA-RNA Interaction
-- FlexSnap: Flexible Non-sequential Protein Structure Alignment -- A
Non-parametric Bayesian Approach for Predicting RNA Secondary
Structures -- Exact Score Distribution Computation for Similarity
Searches in Ontologies -- Linear-Time Protein 3-D Structure Searching
with Insertions and Deletions -- Visualizing Phylogenetic Treespace
Using Cartographic Projections -- A Simulation Study Comparing
Supertree and Combined Analysis Methods Using SMIDGen -- Aligning
Biomolecular Networks Using Modular Graph Kernels -- MADMX: A
Novel Strategy for Maximal Dense Motif Extraction -- Large-Scale
Neighbor-Joining with NINJA -- A Unifying View on Approximation and
FPT of Agreement Forests -- Structural Alignment of RNA with Complex
Pseudoknot Structure -- Improving Inference of Transcriptional
Regulatory Networks Based on Network Evolutionary Models.

These proceedings contain papers from the 2009 Workshop on
Algorithms in Bioinformatics (WABI), held at the University of
Pennsylvania in Philadelphia, Pennsylvania during September 12-13,
2009. WABI 2009 was the ninth annual conference in this series, which
focuses on novel algorithms that address important problems ing
enomics, molecular biology, and evolution. The conference emphasizes
research that describes computationally efficient algorithms and data
structures that have been implemented and tested in simulations and
on real data. WABI is sponsored by the European Association for
Theoretical Computer Science (EATCS) and the International Society for
Computational Biology (ISCB). WABI 2009 was supported by the Penn
Genome Frontiers Institute and the Penn Center for Bioinformatics at
the University of Pennsylvania. For the 2009 conference, 90 full papers
were submitted for review by the Program Committee, and from this
strong field of submissions, 34 papers were chosen for presentation at
the conference and publication in the proceedings. The final program
covered a wide range of topics including gene interaction n- works,
molecular phylogeny, RNA and protein structure, and genome
evolution.



