1. Record Nr. UNISA990005965620203316

Autore SALVADORI, Massimo L.

Titolo Le stelle, le strisce, la democrazia : Tocqueville ha veramente capito
I'America? / Massimo L. Salvadori

Pubbl/distr/stampa Roma : Donzelli, 2014

ISBN 978-88-6843-081-8

Descrizione fisica Xll, 146 p.; 19 cm

Collana Saggine ; 241

Disciplina 321.80924

Soggetti Democrazia - Stati Uniti d'America - Giudizi [di] Tocqueville, Alexis de

Collocazione X.3.B. 7260

Lingua di pubblicazione Italiano

Formato Materiale a stampa

Livello bibliografico Monografia



2. Record Nr.
Titolo

Pubbl/distr/stampa

ISBN

Edizione
Descrizione fisica
Collana

Disciplina
Soggetti

Lingua di pubblicazione
Formato

Livello bibliografico
Note generali

Nota di bibliografia
Nota di contenuto

UNISA996465912003316

Comparative genomics : international workshop, RECOMB-CG 2007,
San Diego, CA, USA, September 16-18, 2007, proceedings / / Glenn
Tesler, Dannie Durand (editors)

Berlin ; ; Heildelberg : , : Springer, , [2007]

©2007

3-540-74960-8
[1st ed. 2007.]

1 online resource (XII, 193 p.)

Lecture notes in computer science. Lecture notes in bioinformatics ; ;
4751

572.86

Genomics

Gene mapping - Statistical methods
Physiology, Comparative
Computational biology
Bioinformatics

Inglese

Materiale a stampa

Monografia

Bibliographic Level Mode of Issuance: Monograph
Includes bibliographical references and index.

Multi-break Rearrangements: From Circular to Linear Genomes -- A
Pseudo-boolean Programming Approach for Computing the Breakpoint
Distance Between Two Genomes with Duplicate Genes -- Improving
Inversion Median Computation Using Commuting Reversals and Cycle
Information -- Inferring a Duplication, Speciation and Loss History

from a Gene Tree (Extended Abstract) -- How to Achieve an Equivalent
Simple Permutation in Linear Time -- Baculovirus Phylogeny Based on
Genome Rearrangements -- Learning Gene Regulatory Networks via
Globally Regularized Risk Minimization -- Evolution of Tandemly
Arrayed Genes in Multiple Species -- Selecting Genomes for
Reconstruction of Ancestral Genomes -- A Heuristic Algorithm for
Reconstructing Ancestral Gene Orders with Duplications --
Reconstructing an Inversion History in the Anopheles Gambiae Complex
-- Recovering True Rearrangement Events on Phylogenetic Trees --
Parts of the Problem of Polyploids in Rearrangement Phylogeny -- A
Rigorous Analysis of the Pattern of Intron Conservation Supports the



Coelomata Clade of Animals.



