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Instrumental techniques for analyzing intrinsically disordered proteins
The recently recognized phenomenon of protein intrinsic disorder is
gaining significant interest among researchers, especially as the
number of proteins and protein domains that have been shown to be
intrinsically disordered rapidly grows. The first reference to tackle this
little-documented area, Instrumental Analysis of Intrinsically
Disordered Proteins: Assessing Structure and Conformation provides
researchers with a much-needed, comprehensive summary of recent
achievements in the methods for structural



