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This is the very first comprehensive coverage of pharmacogenomics - a
new discipline that will revolutionize health care.Pharmacogenomics
leads to the understanding of the key genetic differences between
individuals and will permit the individual tailoring of pharmacological
treatments. Improved therapeutics can reach new levels by being able
to differentiate between individuals according to their susceptibility to
disease processes or adverse effects of medication. Pharmacogenomics
also contributes to the discovery of new targets for drug development.
Outstanding experts in the field p



UNINA99109728589033212. Record Nr.

Titolo PDQ statistics / / Geoffrey R. Norman, David L. Streiner

Pubbl/distr/stampa Hamilton, Ont., : B.C. Decker, c2003

ISBN 1-282-27431-7
9786612274312
1-60795-077-4

Descrizione fisica 1 online resource (230 p.)

Collana PDQ series

Altri autori (Persone) StreinerDavid L

Disciplina 610/.72

Soggetti Medical statistics
Biometry

Lingua di pubblicazione Inglese

Formato

Edizione [3rd ed.]

Livello bibliografico

Note generali Includes index.

Nota di contenuto

Sommario/riassunto

Intro -- Title and Frontmatter -- Preface to Third Edition -- Contents
-- Introduction -- Part 1: Variables and Descriptive Statistics -- 1.
Names and Numbers: Types of Variables -- 2. Describing Data -- Part
2: Parametric Statistics -- 3. Statistical Inference -- 4. Comparison of
Means of Two Samples: The t Test -- 5. Comparison among Many
Means: Analysis of Variance -- 6. Relationship between Interval and
Ratio Variables: Linear and Multiple Regression -- 7. Analysis of
Covariance -- 8. Variations on Linear Regression: Logistic Regression,
General Linear Model, and Hierarchical Linear Models -- 9. Time Series
Analysis -- Part 3: Nonparametric Statistics -- 10. Nonparametric Tests
of Significance -- 11. Nonparametric Measures of Association -- 12.
Advanced Nonparametric Methods -- Part 4: Multivariate Statistics --
13. Introduction to Multivariate Statistics -- 14. Multivariate Analysis of
Variance -- 15. Discriminant Function Analysis -- 16. Exploratory
Factor Analysis -- 17. Path Analysis and Structural Equation Modeling
-- 18. Cluster Analysis -- 19. Canonical Correlation -- 20. Reprise --
21. Research Designs -- Index.
'PDQ Statistics, Third Edition offers an expert overview of all major
statistical methods, giving the reader a thorough understanding of
statistics and how they are used in research articles. The book covers
the major categories variable and descriptiv"

Autore Norman Geoffrey R

Materiale a stampa

Monografia



UNINA99106743458033213. Record Nr.

Titolo Signal and Information Processing, Networking and Computers :
Proceedings of the 10th International Conference on Signal and
Information Processing, Networking and Computers (ICSINC) / / edited
by Yue Wang, Yuyang Liu, Jiaqi Zou, Mengyao Huo

Pubbl/distr/stampa Singapore : , : Springer Nature Singapore : , : Imprint : Springer, , 2023

ISBN 9789811999680
9811999686

Descrizione fisica 1 online resource (1257 pages)

Collana Lecture Notes in Electrical Engineering, , 1876-1119 ; ; 996

Disciplina 354.81150006

Soggetti Signal processing
Big data
Telecommunication
Digital and Analog Signal Processing
Big Data
Communications Engineering, Networks

Lingua di pubblicazione Inglese

Formato

Edizione [1st ed. 2023.]

Livello bibliografico

Note generali Includes index.

Nota di contenuto

Sommario/riassunto

A New Multi-Instance Learning Algorithm Integrated with TF-IDF for
Entity Relation Extraction in Electronic Medical Records -- A Deep
Learning Algorithm Using Feature Engineering to Adjust Attention
Mechanisms and Neural Network for Cloud Security Detection -- The
design and implementation of a ranging system based on the DSSS --
Application of Grey Approximation Ideal Solution Ranking Methods in
optimal selection of satellite initial orbits.
This book collects selected papers from the 10th Conference on Signal
and Information Processing, Networking and Computers held in Xi’
Ning, China held in July, 2022. The book focuses on the current works
of information theory, communication system, computer science,
aerospace technologies and big data and other related technologies.
People from both academia and industry of this field can contribute and
find their interests from the book.

Materiale a stampa

Monografia




