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Loss of biodiversity is among the greatest problems facing the world
today. Conservation and the Genetics of Populations gives a
comprehensive overview of the essential background, concepts, and
tools needed to understand how genetic information can be used to
conserve species threatened with extinction, and to manage species of
ecological or commercial importance. New molecular techniques,
statistical methods, and computer programs, genetic principles, and
methods are becoming increasingly useful in the conservation of
biological diversity. Using a balance of data and theory, coupled w


