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Gender is one of the most productive, dynamic, and vibrant areas of
Africanist research today. But what is the meaning of gender in an
African context?  Why does gender usually connote women? Why has
gender taken hold in Africa when                feminism hasn't? Is gender
yet another Western construct that has been applied to Africa however
ill-suited and riddled with assumptions? Africa After Gender? looks at
Africa now that gender has come into play to consider how the
continent, its                people, and the term itself
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Research in the field of gene regulation is evolving rapidly in the ever-
changing scientific environment. Advances in microarray techniques
and comparative genomics have enabled more comprehensive studies
of regulatory genomics. The study of genomic binding locations of
transcription factors has enabled a more comprehensive modeling of
regulatory networks. In addition, complete genomic sequences and
comparison of numerous related species have demonstrated the
conservation of non-coding DNA sequences, which often provide
evidence for cis-regulatory binding sites. Systematic methods to
decipher


