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This book provides an integrated treatment of the structure and
function of nucleic acids, proteins, and glycans, including thorough
coverage of relevant computational biochemistry. The text begins with
an introduction to the biomacromolecules, followed by discussion of
methods of isolation and purification, physiochemical and biochemical
properties, and structural characteristics. The next section of the book
deals with sequence analysis, analysis of conformation using
spectroscopy, chemical synthesis, and computational approaches. The
following chapters discuss biomolecular interactions, e


