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Data Analysis and Visualization in Genomics and Proteomics is the first
book addressing integrative data analysis and visualization in this field.
It addresses important techniques for the interpretation of data
originating from multiple sources, encoded in different formats or
protocols, and processed by multiple systems. One of the first
systematic overviews of the problem of biological data integration

using computational approachesThis book provides scientists and
students with the basis for the development and application of
integrative computational met
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This book constitutes the refereed proceedings of the 23rd CCF
Conference on Computer Engineering and Technology, NCCET 2019,
held in Enshi, China, in August 2019. The 21 full papers presented
were carefully reviewed and selected from 87 submissions. They
address important and emerging challenges in the field of computer
engineering and technology.



