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Complex interacting networks are observed in systems from such
diverse areas as physics, biology, economics, ecology, and computer
science. For example, economic or social interactions often organize
themselves in complex network structures. Similar phenomena are
observed in traffic flow and in communication networks as the internet.
In current problems of the Biosciences, prominent examples are protein
networks in the living cell, as well as molecular networks in the
genome. On larger scales one finds networks of cells as in neural
networks, up to the scale of organisms in ecological food web


