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Since the publication of the first two Plasmodium genome sequences in
2002, numerous other parasite genomes have been sequenced. These
include the genomes of several more Plasmodium species, as well as
those of other apicomplexans, including species of Toxoplasma,



Cryptosporidium, Babesia, and Eimeria. This wealth of genome
sequence data has provided researchers with a powerful new tool,
comparative genomics, which has revolutionized research in this area.
In this book, expert contributors from around the world
comprehensively review the current advances in Plasmodium
comparative genomics, hig



