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Presents algorithmic techniques for solving problems in bioinformatics,
including applications that shed new light on molecular biology This
book introduces algorithmic techniques in bioinformatics, emphasizing
their application to solving novel problems in post-genomic molecular
biology. Beginning with a thought-provoking discussion on the role of
algorithms in twenty-first-century bioinformatics education,
Bioinformatics Algorithms covers: General algorithmic techniques,
including dynamic programming, graph-theoretical methods, hidden
Markov models, the fast Fourier transform, se


