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Groundbreaking, long-ranging research in this emergent field that
enables solutions to complex biological problems  Computational
systems biology is an emerging discipline that is evolving quickly due
to recent advances in biology such as genome sequencing, high-
throughput technologies, and the recent development of sophisticated
computational methodologies. Elements of Computational Systems
Biology is a comprehensive reference covering the computational
frameworks and techniques needed to help research scientists and
professionals in computer science, biology, chemistry, pharmaceutica


