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1. Bilinearization of soliton equations -- 2. Determinants and pfaffians
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Afterword -- References -- Index.

The bilinear, or Hirota's direct, method was invented in the early 1970s
as an elementary means of constructing soliton solutions that avoided
the use of the heavy machinery of the inverse scattering transform and
was successfully used to construct the multisoliton solutions of many
new equations. In the 1980s the deeper significance of the tools used
in this method - Hirota derivatives and the bilinear form - came to be
understood as a key ingredient in Sato's theory and the connections
with affine Lie algebras. The main part of this book concerns the more
modern version of the method in which solutions are expressed in the
form of determinants and pfaffians. While maintaining the original
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philosophy of using relatively simple mathematics, it has, nevertheless,
been influenced by the deeper understanding that came out of the
work of the Kyoto school. The book will be essential for all those
working in soliton theory.
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Formalisms for Modelling Biological Processes -- Model Inference from
Experimental Data -- Frameworks for Model Verification, Validation,
and Analysis of Biological Systems.- Models and Their Biological
Applications.- Computational Approaches for Synthetic Biology.- Flash
Posters.



Sommario/riassunto This book constitutes the proceedings of the 12th International
Conference on Computational Methods in Systems Biology, CMSB 2014,
held in Manchester, UK, in November 2014. The 16 regular papers
presented together with 6 poster papers were carefully reviewed and
selected from 31 regular and 18 poster submissions. The papers are
organized in topical sections on formalisms for modeling biological
processes, model inference from experimental data, frameworks for
model verification, validation, and analysis of biological systems,
models and their biological applications, computational approaches for
synthetic biology, and flash posters.



