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Sommario/riassunto This book provides an essential understanding of statistical concepts
necessary for the analysis of genomic and proteomic data using
computational techniques. The author presents both basic and
advanced topics, focusing on those that are relevant to the
computational analysis of large data sets in biology. Chapters begin
with a description of a statistical concept and a current example from
biomedical research, followed by more detailed presentation,
discussion of limitations, and problems. The book starts with an
introduction to probability and statistics for genome-wide data, and
moves into


