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Among the world's hotly contested, obsessively controlled, and often
dangerous borders, none is deadlier than the Mediterranean Sea. Since
2000, at least 25,000 people have lost their lives attempting to reach
Italy and the rest of Europe, most by drowning in the Mediterranean.
Every day, unauthorized migrants and refugees bound for Europe put
their lives in the hands of maritime smugglers, while fishermen,
diplomats, priests, bureaucrats, armed forces sailors, and hesitant
bystanders waver between indifference and intervention—with
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harrowing results. In Crimes of Peace, Maurizio Albahari investigates
why the Mediterranean Sea is the world's deadliest border, and what
alternatives could improve this state of affairs. He also examines the
dismal conditions of migrants in transit and the institutional framework
in which they move or are physically confined. Drawing on his intimate
knowledge of places, people, and European politics, Albahari
supplements fieldwork in coastal southern Italy and neighboring
Mediterranean locales with a meticulous documentary investigation,
transforming abstract statistics into names and narratives that place
the responsibility for the Mediterranean migration crisis in the very
heart of liberal democracy. Global fault lines are scrutinized: between
Europe, Africa, and the Middle East; military and humanitarian
governance; detention and hospitality; transnational crime and
statecraft; the universal law of the sea and the thresholds of a
globalized yet parochial world. Crimes of Peace illuminates crucial
questions of sovereignty and rights: for migrants trying to enter Europe
along the Mediterranean shore, the answers are a matter of life or
death.
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Animal genetics is a foundational discipline in the fields of animal
science, animal breeding, and veterinary sciences. While genetics
underpins the healthy development and breeding of all living
organisms, this is especially true in domestic animals, specifically with
respect to breeding for key traits. Molecular and Quantitative Animal
Genetics is a new textbook that takes an innovative approach, looking
at both quantitative and molecular breeding approaches. The
bookprovides a comprehensive introduction to genetic principles and
their applications in animal breeding. This text provides a useful
overview for those new to the field of animal genetics and breeding,
covering a diverse array of topics ranging from population and
gquantitative genetics to epigenetics and biotechnology. Molecular and
Quantitative Animal Genetics will be an important and invaluable
educational resource for undergraduate and graduate students and
animal agriculture professionals. Divided into six sections pairing
fundamental principles with useful applications, the book's
comprehensive coverage will make it an ideal fit for students studying
animal breeding and genetics at any level.



