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A look at the methods and algorithms used to predict protein structure
A thorough knowledge of the function and structure of proteins is
critical for the advancement of biology and the life sciences as well as
the development of better drugs, higher-yield crops, and even
synthetic bio-fuels. To that end, this reference sheds light on the
methods used for protein structure prediction and reveals the key
applications of modeled structures. This indispensable book covers the
applications of modeled protein structures and unravels the
relationship between pure sequence information and



