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Sommario/riassunto Offering a rich diversity of models, Bayesian phylogenetics allows
evolutionary biologists, systematists, ecologists, and epidemiologists to
obtain answers to very detailed phylogenetic questions. Suitable for
graduate-level researchers in statistics and biology, Bayesian
Phylogenetics: Methods, Algorithms, and Applications presents a
snapshot of current trends in Bayesian phylogenetic research.
Encouraging interdisciplinary research, this book introduces state-of-
the-art phylogenetics to the Bayesian statistical community and,
likewise, presents state-of-the-


