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The main purpose of this book is to explain how (mainly) American, but
also British and other Western, policy makers have planned and largely
managed to create an international order in their own image, the so-
called 'New World Order'. It shows how this seismic shift in
international relations has developed through the major global wars of
the twentieth and twenty-first centuries. It uses a wide variety of
historical archival material to give the background to the current and
historical American obsession with creating the world order, one that
both reflects the American national interest but also can be said to
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have established the major security, economic, organisational and
normative pillars of our epoch. In addition it provides excellent
background reading for the current debate about American foreign
policy and the origins of 'neo-conservatism' in international relations.
This edition updates a very successful first edition of the title, with
additional material to take into account changes in the global order
since 2001 and the beginning of the 'War on Terror'.
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This book combines the experience of 225 experts on 900 pages.
Scientists worldwide are currently overwhelmed by the ever-increasing
number and diversity of genome projects. This handbook is your guide
through the jungle of new methods and techniques available to analyse
gene expression - the first to provide such a broad view of the
measurement of mRNA and protein expression in vitro, in situ and even
in vivo. Despite this broad approach, detail is sufficient for you to grasp
the principles behind each method. In each case, the authors weigh up
the advantages and disadvantages, paying parti


