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Sommario/riassunto This book presents a survey of recent developments in protein
biochemistry. Top researchers in the field of protein biochemistry
describe modern methods to address the challenges of protein
purification by three-phase partitioning, and their folding and
degradation by the functions of chaperones. The significance of
peptide purity for fibril formation is addressed as well as the use of
target oriented peptide arrays in palliative approaches in
mucoviszidose. The design and application of protein epitope mimetics
just as the structural resolving of the misfolding of various mutant
proteins in s


