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part I. Sequence analysis -- part Il. Biological network mining -- part
1l. Classification, trend analysis and 3D medical images -- part IV. Text
mining and its biomedical applications.

Biologists are stepping up their efforts in understanding the biological
processes that underlie disease pathways in the clinical contexts. This
has resulted in a flood of biological and clinical data from genomic and
protein sequences, DNA microarrays, protein interactions, biomedical
images, to disease pathways and electronic health records. To exploit
these data for discovering new knowledge that can be translated into
clinical applications, there are fundamental data analysis difficulties
that have to be overcome. Practical issues such as handling noisy and
incomplete data, processing compute-intensive tasks, and integrating
various data sources, are new challenges faced by biologists in the
post-genome era. This book will cover the fundamentals of state-of-
the-art data mining technigues which have been designed to handle
such challenging data analysis problems, and demonstrate with real
applications how biologists and clinical scientists can employ data
mining to enable them to make meaningful observations and



discoveries from a wide array of heterogeneous data from molecular
biology to pharmaceutical and clinical domains.



