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Sommario/riassunto Multiple drug resistance among bacteria has become a global issue
with a considerable impact on the mortality associated with infectious
diseases. This book is a detailed compilation of available knowledge on
the surveillance and mechanisms of antibiotic resistance in various
countries throughout the world. Readers will be updated on current
information on the understanding of mechanisms involved in drug



resistance and the geographical distribution of resistance determinant
markers. This volume should be a useful guide for microbiologists and
clinicians interested in designing antimicrobial th



