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Numerous essential biological functions involve metalloproteins;
therefore, understanding metalloproteins and how to manipulate them
is significant in the biological and medical fields. An examination of
current research, Metalloproteins: Theory, Calculations, and
Experiments explores the interplay between theory and experiment,



detailing the role of theoretical modeling in the field and explaining
how it aids experiments. The text also presents the current state of
computational protein modeling, enabling researchers to adopt
computation as an integral component of their studies.This book add



