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This book discusses computational methods related to biological
models using mathematical tools and techniques. The book chapters
concentrate on numerical and analytical techniques that provide a
global solution for biological models while keeping long-term benefits
in mind. The solutions are useful in closely understanding biological
models, and the results will be very useful for mathematicians,
engineers, doctors, scientists and researchers working on real-life
biological models. This book provides significant and current
knowledge of biological models related to real-life applications. The
book covers both methods and applications.


