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Sommario/riassunto Mathematical anxiety is a feeling of tension, apprehension or fear
which arises when a person is faced with mathematical content. The
negative consequences of mathematical anxiety are well-documented.
Students with high levels of mathematical anxiety might underperform
in important test situations, they tend to hold negative attitudes
towards mathematics, and they are likely to opt out of elective
mathematics courses, which also affects their career opportunities.
Although at the university level many students do not continue to study
mathematics, social science students are confronted with the fact that
their disciplines involve learning about statistics - another potential
source of anxiety for students who are uncomfortable with dealing with
numerical content. Research on mathematical anxiety is a truly
interdisciplinary field with contributions from educational,
developmental, cognitive, social and neuroscience researchers. The
current collection of papers demonstrates the diversity of the field,
offering both new empirical contributions and reviews of existing
studies. The contributors also outline future directions for this line of
research.
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The second volume of the Book-Industrial Microbiology and
Biotechnology covers various emerging concepts in microbial
technology which have been developed to harness the potential of the
microbes. The book examines the microbes-based products that have
widespread applications in various domains i.e., agriculture,
biorefinery, bioremediation, pharmaceutical, and medical sectors. It
focusses on recent advances and emerging topics such as CRISPR
technology, advanced topics of genomics, including functional
genomics, metagenomics, metabolomics, and structural and system
biology approaches for enhanced production of industrially relevant
products. It further gives an insight into the advancement of genetic
engineering with special emphasis on value-added products via
microalgal systems and their techno-economics analysis and life cycle
assessment. The book towards the end presents recent advancements
in the use of microbes for the production of industrial relevant
enzymes, amino acids, vitamins, and nutraceuticals, on vaccine
development and their biomedical applications. The book is an
essential source for researchers working in allied fields of
microbiology, biotechnology, and bioengineering.


