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This book describes recent important advancements in protein folding
dynamics and stability research, as well as explaining fundamentals
and examining potential methodological approaches in protein science.
In vitro, in silico, and in vivo method based research of how the

stability and folding of proteins help regulate the cellular dynamics and
impact cell function that are crucial in explaining various physiological
and pathological processes. This book offers a comprehensive coverage
on various techniques and related recent developments in the
experimental and computational methods of protein folding, dynamics,
and stability studies. The book is also structured in such a way as to
summarize the latest developments in the fiddle and key concepts to
ensure that readers can understand advanced concepts as well as the
fundamental big picture. And most of all, fresh insights are provided

into the convergence of protein science and technology. Protein Folding
Dynamics and Stability is an ideal guide to the field that will be of value
for all levels of researchers and advanced graduate students with
training in biochemical laboratory research.



