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With step-by-step photos and straightforward narration, this book will
ensure beginners grow comfortable with the technical processes of
brewing beer.
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Bioinformatics, Biocomputing and Perl presents a modern introduction
to bioinformatics computing skills and practice. Structuring its
presentation around four main areas of study, this book covers the
skills vital to the day-to-day activities of today's bioinformatician. Each
chapter contains a series of maxims designed to highlight key points
and there are exercises to supplement and cement the introduced
material. Working with Perl presents an extended tutorial introduction
to programming through Perl, the premier programming technology of
the bioinformatics community. Even t
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Sommario/riassunto Eating disorders (ED) are a group of mental disorders characterized by
an altered food intake and the presence of inappropriate behaviors and
thoughts about weight and shape. All EDs lead to physical and
psychosocial functioning impairments in the patients which, in turn,
may contribute to the persistence of the disease. The severity of EDs
has been highlighted by their chronicity, medical complications,
comorbidity, and high rates of mortality. Therefore, to address this
important health issue, the current Special Issue collected 21 articles (i.
e., three reviews and 18 research articles) focusing on the most recent
and relevant scientific findings regarding advances in ED, such as
genetic and epigenetic factors, biomarkers, comorbidity, clinical
phenotypes, neurocognition, treatment predictors, and treatment
models and therapeutic targets. Altogether, we believe that the articles
contained in this Special Issue have largely achieved the initial objective
of providing increased knowledge about the pathogenesis, the risk
factors, the maintenance factors, and the most appropriate treatments
tools for ED.
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