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Written for biologists and medical researchers who don't have any
special training in data analysis and statistics, Guide to Analysis of DNA
Microarray Data, Second Edition begins where DNA array equipment
leaves off: the image produced by the microarray. The text deals with
the questions that arise starting at this point, providing an introduction
to microarray technology, then moving on to image analysis, data
analysis, cluster analysis, and beyond.With all chapters rewritten,
updated, and expanded to include the latest generation of technology
and methods, Guide to Analysis of DNA Micro



UNINA99102543217033212. Record Nr.

Titolo Transactions on Engineering Technologies : International
MultiConference of Engineers and Computer Scientists 2016 / / edited
by Sio-Iong Ao, Haeng Kon Kim, Xu Huang, Oscar Castillo

Pubbl/distr/stampa Singapore : , : Springer Nature Singapore : , : Imprint : Springer, , 2017

ISBN 981-10-3950-X

Descrizione fisica 1 online resource (VIII, 158 p. 65 illus.)

Disciplina 670

Soggetti Industrial engineering
Production engineering
Mathematical models
Software engineering
Computer networks
Automatic control
Robotics
Automation
Computer vision
Industrial and Production Engineering
Mathematical Modeling and Industrial Mathematics
Software Engineering
Computer Communication Networks
Control, Robotics, Automation
Computer Vision

Lingua di pubblicazione Inglese

Formato

Edizione [1st ed. 2017.]

Livello bibliografico

Nota di contenuto Chapter 1. Pose Estimation of Mobile Robots Using Floor-Installed RFID
Tags -- Chapter 2. Solution of differential flat systems unising
variational calculus -- Chapter 3. High Performance Fully Adaptive
Runtime Thermal-Aware Routing Algorithm for 3D NOC -- Chapter 4.
PUF-based Protocols about Mutual Authentication and Ownership
Transfer for RFID Gen2 v2 Systems -- Chapter 5. College Students’
Online Purchase Intention in Big Data Era -- Chapter 6. Door

Materiale a stampa

Monografia



Sommario/riassunto

Monitoring System Using Sensor Node with Zero Standby Power --
Chapter 7. The Wireless Obstacle Detection Based on Kalman Filtering
for Vehicle-Teleoperation -- Chapter 8. Mining Attribute-specific
Ratings from Reviews of Cosmetic Products -- Chapter 9. Utilizing
Various User Moods for Automatic Recipe-Metadata Generation --
Chapter 10. Performance Analysis of Proprietary and non Proprietary
Tools for Industry Based Regression Testing Using IIGRTCP Algorithm
-- Chapter 11. Interactive Decision Making for Multiobjective
SimpleRecourse Programming Problems with Discrete or Continuous
Fuzzy Random Variables.-.
This volume contains selected revised and extended research articles
written by prominent researchers who participated in the International
MultiConference of Engineers and Computer Scientists 2016, held in
Hong Kong, 16-18 March 2016. Topics covered include engineering
physics, communications systems, control theory, automation,
engineering mathematics, scientific computing, electrical engineering,
and industrial applications. The book showcases the tremendous
advances in engineering technologies and applications, and also serves
as an excellent reference work for researchers and graduate students
working on engineering technologies, physical sciences and their
applications.
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tackle product, process, and system issues in production. The aim is to
report the state-of-the-art on relevant research topics and highlight
the barriers, challenges, and opportunities we are facing. This book
includes 22 research papers and involves energy-saving and waste
reduction in production processes, design and manufacturing of green
products, low carbon manufacturing and remanufacturing,
management and policy for sustainable production, technologies of
mitigating CO2 emissions, and other green technologies.
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