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This book describes the models, methods and algorithms that are most
useful for analysing the ever-increasing supply of molecular sequence
data, with a view to furthering our understanding of the evolution of
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genes and genomes. - ;The field of molecular evolution has
experienced explosive growth in recent years due to the rapid
accumulation of genetic sequence data, continuous improvements to
computer hardware and software, and the development of
sophisticated analytical methods. The increasing availability of large
genomic data sets requires powerful statistical methods to analyse and
interpr
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This book contains a comprehensive treatment of advanced LaTeX
features. The focus is on the development of high quality documents
and presentations, by revealing powerful insights into the LaTeX
language. The well-established advantages of the typesetting system
LaTeX are the preparation and publication of platform-independent
high-quality documents and automatic numbering and cross-
referencing of illustrations or references. These can be extended
beyond the typical applications, by creating highly dynamic electronic
documents. This is commonly performed in connection with the
portable document format (PDF), as well as other programming tools
which allow the development of extremely flexible electronic
documents.



