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Bio-molecular networks and pathway analysis -- Learning,
classification, and clustering -- Data mining and knowledge discovery
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This book constitutes the refereed proceedings of the 8th IAPR
International Conference on Pattern Recognition in Bioinformatics, PRIB
2013, held in Nice, France, in June 2013. The 25 revised full papers
presented were carefully reviewed and selected from 43 submissions.
The papers are organized in topical sections on bio-molecular

networks and pathway analysis; learning, classification, and clustering;
data mining and knowledge discovery; protein: structure, function, and
interaction; motifs, sites, and sequence analysis.






