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This book constitutes the proceedings of the 10th International
Conference on Information Processing in Cells and Tissues, IPCAT
2015, held in San Diego, CA, USA, in September 2015. The 19 papers
presented in this volume were carefully reviewed and selected from 22
submissions. They were organized in topical sections named:
biochemical information processing; collective and distributed
behavior; patterning and rhythm generation; biochemical regulatory
networks; metabolomics and phenotypes; and neural modelling and
neural networks.




