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In recent years, a great deal of knowledge has accumulated on the
features associated with the virulence of pathogenic E. coli. A large
number of virulence genes have been identified and their products
characterized. Great strides have been made in the understanding of
the pathogenic mechanisms and the bacterium-host interaction.
However, much remains elusive in the understanding of pathogenicity
at a cellular and sub-cellular level. This is largely due to E. coli
genome's plasticity: it generates great variability and facilitates the
rapid emergence of new pathogenic variants. Elucidating the



