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2.1.1.163 demethylmenaquinone methyltransferase -- 2.1.1.164
demethylrebeccamycin-D-glucose Omethyltransferase -- 2.1.1.165
methyl halide transferase -- 2.1.1.166 23S rRNA (uridine2552-2’-O-)-
methyltransferase -- 2.1.1.167 27S pre-rRNA (guanosine2922-2’-O)-
methyltransferase -- 2.1.1.168 21S rRNA (uridine2791-2’-O)-
methyltransferase -- 2.1.1.169 tricetin 3’,4’,5’-O-trimethyltransferase
-- 2.1.1.170 16S rRNA (guanine527-N7)-methyltransferase --
2.1.1.171 16S rRNA (guanine966-N2)-methyltransferase -- 2.1.1.172
16S rRNA (guanine1207-N2)-methyltransferase -- 2.1.1.173 23S rRNA
(guanine2445-N2)-methyltransferase -- 2.1.1.174 23S rRNA
(guanine1835-N2)-methyltransferase -- 2.1.1.175 tricin synthase --
2.1.1.176 16S rRNA (cytosine967-C5)-methyltransferase -- 2.1.1.177
23S rRNA (pseudouridine1915-N3)-methyltransferase -- 2.1.1.178 16S
rRNA (cytosine1407-C5)-methyltransferase -- 2.1.1.179 16S rRNA
(guanine1405-N7)-methyltransferase  -- 2.1.1.180 16S rRNA
(adenine1408-N1)-methyltransferase -- 2.1.1.181 23S rRNA
(adenine1618-N6)-methyltransferase -- 2.1.1.182 16S rRNA
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(adenine1518-N6/adenine1519-N6)-dimethyltransferase -- 2.1.1.183
18S rRNA (adenine1779-N6/adenine1780-N6)-dimethyltransferase --
2.1.1.184 23S rRNA (adenine2085-N6)- dimethyltransferase --
2.1.1.185 23S rRNA (guanosine2251-2’-O-)- methyltransferase --
2.1.1.186 23S rRNA (cytidine2498-2’-O)-methyltransferase --
2.1.1.195 cobalt-precorrin-5B (C1)-methyltransferase -- 2.1.1.196
cobalt-precorrin-7 (C15)-methyltransferase[decarboxylating] --
2.1.1.197 malonyl-CoA O-methyltransferase -- 2.1.1.198 16S rRNA
(cytidine1402-2’-O)-methyltransferase -- 2.1.1.199 16S rRNA
(cytosine1402-N4)-methyltransferase -- 2.1.2.13 UDP-4-amino-4-
deoxy-L-arabinose formyltransferase -- 2.1.3.10 malonyl-S-ACP:
biotin-protein carboxyltransferase:- 2.1.3.11 N-succinylornithine
carbamoyltransferase -- 2.2.1.9 2-succinyl-5-enolpyruvyl-6-hydroxy-
3-cyclohexene-1-carboxylic-acid synthase -- 2.3.1.185 tropine
acyltransferase -- 2.3.1.186 pseudotropine acyltransferase --
2.3.1.187 acetyl-S-ACP:malonate ACP transferase -- 2.3.1.188 w-
hydroxypalmitate O-feruloyl transferase -- 2.3.1.189 mycothiol
synthase -- 2.3.1.190 acetoin dehydrogenase -- 2.3.1.191 UDP-3-O-
(3-hydroxymyristoyl)glucosamine N-acyltransferase -- 2.3.1.192
glycine N-phenylacetyltransferase -- 2.3.2.16 lipid II:glycine
glycyltransferase -- 2.3.2.17 N-acetylmuramoyl-L-alanyl-D-glutamyl-
L-lysyl- (N6-glycyl)-D-alanyl-D-alaninediphosphoundecaprenyl-
Nacetylglucosamine: glycine glycyltransferase -- 2.3.2.18 N-
acetylmuramoyl-L-alanyl-D-glutamyl-L-lysyl- (N6-triglycine)-D-
alanyl-D-alaninediphosphoundecaprenyl-Nacetylglucosamine: glycine
lycyltransferase -- 2.4.1.245 a,a-trehalose synthase -- 2.4.1.247 b-D-
galactosyl-(1!4)-L-rhamnose phosphorylase -- 2.4.1.248
cycloisomaltooligosaccharide glucanotransferase -- 2.4.1.249
delphinidin 3’,5’-O-glucosyltransferase -- 2.4.1.250 D-inositol-3-
phosphate glycosyltransferase -- 2.4.1.251 GlcA-b-(1!2)-D-Man-a-(1!
3)-D-Glc-b- (1!4)-D-Glc-a-1-diphospho-ditrans,octacisundecaprenol
4-b-mannosyltransferase -- 2.4.1.252 GDP-mannose:
cellobiosyldiphosphopolyprenol a-mannosyltransferase -- 2.4.1.253
baicalein 7-O-glucuronosyltransferase -- 2.4.2.41 xylogalacturonan b-
1,3-xylosyltransferase -- 2.4.2.42 UDP-D-xylose:b-D-glucoside a-
1,3-Dxylosyltransferase -- 2.4.2.43 lipid IVA 4-amino-4-deoxy-
Larabinosyltransferase -- 2.4.99.12 lipid IVA 3-deoxy-D-manno-
octulosonic acid transferase -- 2.4.99.13 (KDO)-lipid IVA 3-deoxy-D-
manno-octulosonic acid transferase -- 2.4.99.14 (KDO)2-lipid IVA (2-
8) 3-deoxy-D-mannooctulosonic acid transferase -- 2.4.99.15 (KDO)
3-lipid IVA (2-4) 3-deoxy-D-mannooctulosonic acid transferase --
2.5.1.72 quinolinate synthase -- 2.5.1.73 O-phospho-L-seryl-tRNA:
Cys-tRNA synthase -- 2.5.1.74 1,4-dihydroxy-2-naphthoate
polyprenyltransferase -- 2.5.1.75 tRNA dimethylallyltransferase --
2.5.1.76 cysteate synthase -- 2.5.1.77 7,8-didemethyl-8-hydroxy-5-
deazariboflavin synthase -- 2.5.1.78 6,7-dimethyl-8-ribityllumazine
synthase -- 2.5.1.79 thermospermine synthase -- 2.5.1.80 7-
dimethylallyltryptophan synthase -- 2.5.1.81 geranylfarnesyl
diphosphate synthase -- 2.5.1.82 hexaprenyl diphosphate synthase
[geranylgeranyl-diphosphate specific] -- 2.5.1.83 hexaprenyl-
diphosphate synthase [(2E,6E)- farnesyl-diphosphate specific] --
2.5.1.84 all-trans-nonaprenyl-diphosphate synthase [geranyl-
diphosphate specific] -- 2.5.1.85 all-trans-nonaprenyl diphosphate
synthase [geranylgeranyl-diphosphate specific] -- 2.5.1.86 trans,
polycis-decaprenyl diphosphate Synthase -- 2.5.1.87 ditrans,polycis-
polyprenyl diphosphate synthase [(2E,6E)-farnesyl diphosphate
specific] -- 2.5.1.88 trans,polycis-polyprenyl diphosphate synthase
[(2Z,6E)-farnesyl diphosphate specific] -- 2.5.1.89 tritrans,polycis-
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undecaprenyl-diphosphate synthase [geranylgeranyl-diphosphate
specific] -- 2.5.1.93 4-hydroxybenzoate geranyltransferase --
2.5.1.94 adenosyl-chloride synthase -- 2.6.1.86 2-amino-4-
deoxychorismate synthase -- 2.6.1.87 UDP-4-amino-4-deoxy-L-
arabinose aminotransferase -- 2.7.1.161 CTP-dependent riboflavin
kinase -- 2.7.1.162 N-acetylhexosamine 1-kinase -- 2.7.1.163
hygromycin B 4-O-kinase -- 2.7.1.164 O-phosphoseryl-tRNASec
kinase -- 2.7.1.165 glycerate 2-kinase -- 2.7.1.166 3-deoxy-D-
manno-octulosonic acid kinase -- 2.7.1.167 D-glycero-b-D-manno-
heptose-7-phosphate kinase -- 2.7.1.168 D-glycero-a-D-manno-
heptose-7-phosphate kinase -- 2.7.1.169 pantoate kinase -- 2.7.4.25
(d)CMP kinase -- 2.7.7.66 malonate decarboxylase holo-[acyl-carrier
protein] synthase -- 2.7.7.67 CDP-archaeol synthase -- 2.7.7.68 2-
phospho-L-lactate guanylyltransferase -- 2.7.7.70 D-glycero-b-D-
manno-heptose 1-phosphate adenylyltransferase -- 2.7.7.71 D-
glycero-a-D-manno-heptose 1-phosphate guanylyltransferase --
2.7.7.72 CCA tRNA nucleotidyltransferase -- 2.7.8.28 2-phospho-L-
lactate transferase -- 2.7.8.29 L-serine-phosphatidylethanolamine
phosphatidyltransferase -- 2.7.8.30 undecaprenyl-phosphate 4-
deoxy-4-formamido-L-arabinose transferase -- 2.7.8.31
undecaprenyl-phosphate glucose phosphotransferase -- 2.8.2.35
dermatan 4-sulfotransferase -- 2.8.4.2 arsenate-mycothiol transferase
-- 2.9.1.2 O-phospho-L-seryl-tRNASec:L-selenocysteinyltRNA
synthase -- 3.1.1.83 monoterpene e-lactone hydrolase -- 3.1.1.84
cocaine esterase -- 3.1.2.28 1,4-dihydroxy-2-naphthoyl-CoA
hydrolase -- 3.1.3.78 phosphatidylinositol-4,5-bisphosphate 4-
phosphatase -- 3.1.3.80 2,3-bisphosphoglycerate 3-phosphatase --
3.1.3.81 diacylglycerol diphosphate phosphatase -- 3.1.3.82 -glycero-
b-D-manno-heptose 1,7-bisphosphate 7-phosphatase -- 3.1.3.83 D-
glycero-a-D-manno-heptose 1,7-bisphosphate 7-phosphatase --
3.1.4.53 3’,5’-cyclic-AMP phosphodiesterase -- 3.1.7.4 sclareol
cyclase -- 3.1.7.5 geranylgeranyl diphosphate diphosphatase --
3.1.7.6 farnesyl diphosphatase -- 3.1.26.12 ribonuclease E --
3.1.26.13 retroviral ribonuclease H -- 3.2.1.165 exo-1,4-b-D-
glucosaminidase -- 3.2.1.167 baicalin-b-D-glucuronidase --
3.2.1.168 hesperidin 6-O-a-L-rhamnosyl-b-Dglucosidase -- 3.2.2.27
uracil-DNA glycosylase -- 3.2.2.28 double-stranded uracil-DNA
glycosylase -- 3.2.2.29 thymine-DNA glycosylase.
Springer Handbook of Enzymes provides data on enzymes sufficiently
well characterized. It offers concise and complete descriptions of some
5,000 enzymes and their application areas. Data sheets are arranged in
their EC-Number sequence and the volumes themselves are arranged
according to enzyme classes. This new, second edition reflects
considerable progress in enzymology: many enzymes are newly
classified or reclassified. Each entry is correlated with references and
one or more source organisms. New datafields are created: application
and engineering (for the properties of enzymes where the sequence has
been changed). The total amount of material contained in the
Handbook has more than doubled so that the complete second edition
consists of 39 volumes as well as a Synonym Index. In addition, starting
in 2009, all newly classified enzymes are treated in Supplement
Volumes. Springer Handbook of Enzymes is an ideal source of
information for researchers in biochemistry, biotechnology, organic
and analytical chemistry, and food sciences, as well as for medicinal
applications.


