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Modeling biological processes -- Models and their biological
applications -- Frameworks for model verification, validation, analysis,
and simulation of biological systems -- High-performance
computational systems biology and parallel implementations -- Model
inference from experimental data -- Model integration from biological
databases -- Multi-scale modeling and analysis methods --
Computational approaches for synthetic biology.

This book constitutes the refereed proceedings of the 14th
International Conference on Computational Methods in Systems
Biology, CMSB 2016, held in Cambridge, UK, in September 2016. The
20 full papers, 3 tool papers and 9 posters presented were carefully
reviewed and selected from 37 regular paper submissions. The topics
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include formalisms for modeling biological processes; models and their
biological applications; frameworks for model verification, validation,
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inference from experimental data; model integration from biological
databases; multi-scale modeling and analysis methods; and
computational approaches for synthetic biology.
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1. Introduction to the Opioid Crisis -- 2. County-Level Prescribing
Rates: Aggregated and Disaggregated -- 3. Association between
Community Socioeconomic Characteristics and Opioid Prescribing Rates
-- 4. Association between Opioid Prescribing Rates and Criminal Justice
Outcomes -- 5. Association between Opioid Prescribing Rates and
Health Outcomes -- 6. Conclusions.

This brief uses California’s CURES (Controlled Substance Utilization
Review and Evaluation System) 2.0 data to analyze county-level opioid



prescribing rates in California from 2012 to 2017 from multiple
perspectives. The book summarizes California’s county-level opioid
prescribing trends, examines potential correlates of opioid prescribing
rates, and assesses the association of opioid prescribing on both
criminal justice and public health outcomes. Finally, the authors discuss
their principal findings and the implications for policy and practice,
including the significant and lasting consequences of the opioid crisis
on the criminal justice system and the importance of a multi-
disciplinary approach to effectively address the crisis.



