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The multi-volume set of LNCS books with volume numbers 15301-
15333 constitutes the refereed proceedings of the 27th International
Conference on Pattern Recognition, ICPR 2024, held in Kolkata, India,
during December 1-5, 2024. The 963 papers presented in these
proceedings were carefully reviewed and selected from a total of 2106
submissions. They deal with topics such as Pattern Recognition;
Artificial Intelligence; Machine Learning; Computer Vision; Robot Vision;
Machine Vision; Image Processing; Speech Processing; Signal
Processing; Video Processing; Biometrics; Human-Computer Interaction
(HCI); Document Analysis; Document Recognition; Biomedical Imaging;
Bioinformatics.
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Cell-free synthetic biology is in the spotlight as a powerful and rapid
approach to characterize and engineer natural biological systems. The
open nature of cell-free platforms brings an unprecedented level of
control and freedom for design compared to in vivo systems. This
versatile engineering toolkit is used for debugging biological networks,
constructing artificial cells, screening protein library, prototyping
genetic circuits, developing new drugs, producing metabolites, and
synthesizing complex proteins including therapeutic proteins, toxic
proteins, and novel proteins containing non-standard (unnatural)
amino acids. The book consists of a series of reviews, protocols,
benchmarks, and research articles describing the current development
and applications of cell-free synthetic biology in diverse areas.



