1. Record Nr.
Autore
Titolo

Pubbl/distr/stampa
ISBN

Descrizione fisica

Soggetti

Lingua di pubblicazione
Formato

Livello bibliografico

Sommario/riassunto

UNINA9910637782303321
Wu Jianhua
Groundwater Quality and Public Health

Basel, : MDPI - Multidisciplinary Digital Publishing Institute, 2022
3-0365-5835-7

1 electronic resource (228 p.)

Research & information: general
Environmental economics
Pollution control

Inglese
Materiale a stampa
Monografia

This book attempts to provide a platform for researchers, policy
makers, and engineers to share their latest thoughts and findings on
groundwater quality and public health, as well as novel methods
dealing with groundwater pollution. The chapters published in this
book include the latest research results by world-renowned
researchers, whose findings can benefit researchers, engineers, policy
makers, and government officials in future groundwater quality
research and policy making.
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PacBio’s single-molecule real-time (SMRT) sequencing technology
offers important advantages over the short-read DNA sequencing
technologies that currently dominate the market. This includes
exceptionally long read lengths (20 kb or more), unparalleled
consensus accuracy, and the ability to sequence native, non-amplified
DNA molecules. From fungi to insects to humans, long reads are now
used to create highly accurate reference genomes by de novo assembly
of genomic DNA and to obtain a comprehensive view of transcriptomes
through the sequencing of full-length cDNAs. Besides reducing biases,
sequencing native DNA also permits the direct measurement of DNA
base modifications. Therefore, SMRT sequencing has become an
attractive technology in many fields, such as agriculture, basic science,
and medical research. The boundaries of SMRT sequencing are
continuously being pushed by developments in bioinformatics and
sample preparation. This book contains a collection of articles
showcasing the latest developments and the breadth of applications
enabled by SMRT sequencing technology.



