1. Record Nr.

Titolo

Pubbl/distr/stampa

Descrizione fisica

Disciplina

Lingua di pubblicazione
Formato

Livello bibliografico

Record Nr.
Autore
Titolo

Pubbl/distr/stampa

Descrizione fisica

Collana

Lingua di pubblicazione
Formato
Livello bibliografico

Sommario/riassunto

UNICAMPANIAVANO00238639

Air Pollution Modeling and its Application XXVI / editors Clemens
Mensink, Wanmin Gong, Amir Hakami

Cham, : Springer, 2020

XLVII, 490 p. :ill. ; 24 cm

577.276
614.44

Inglese
Materiale a stampa
Monografia

UNINA9910220057703321
Kelly John J
Linking Ecosystem Function to Microbial Diversity

Frontiers Media SA, 2016

1 online resource (159 p.)
Frontiers Research Topics

Inglese
Materiale a stampa
Monografia

Understanding the link between microbial diversity and ecosystem
processes is a fundamental goal of microbial ecologists, yet we still
have a rudimentary knowledge of how changes in diversity affect
nutrient cycling and energy transfer in ecosystems. Due to the
complexity of the problem, many published studies on this topic have
been conducted in artificial or manipulated systems. Although
researchers have begun to expose some possible mechanisms using



these approaches, most have not yet been able to produce conclusive
results that relate directly to natural systems. The few studies that have
explored the link between diversity and activity in natural systems have
typically focused on specific nutrient cycles or processes, such as
nitrification, denitrification, and organic carbon degradation pathways,
and the microbes that mediate them. What we have learned from these
studies is that there are often strong associations between the physical
and chemical features of the environment, the composition of the
microbial communities, and their activities, but the rules that govern
these associations have not been fully elucidated. These earlier studies
of microbial diversity and processes in natural systems provide a
framework for additional studies to broaden our understanding of the
role of microbial diversity in ecosystem function. The problem is
complex, but with recent advances in sequencing technology, -omics,
and in-situ measurements of ecosystem processes and their
applications to microbial communities, making direct connections
between ecosystem function and microbial diversity seems more
tractable than ever.



