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The bestselling introduction to bioinformatics and functional
genomics-now in an updated edition Widely received in its previous
edition, Bioinformatics and Functional Genomics offers the most broad-
based introduction to this explosive new discipline. Now in a
thoroughly updated and expanded Second Edition, it continues to be



the go-to source for students and professionals involved in biomedical
research. This edition provides up-to-the-minute coverage of the fields
of bioinformatics and genomics. Features new to this edition include:
Several fundamentally important



