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Sommario/riassunto A comprehensive overview of recent advances, from current basic
research and epidemiology, to novel therapeutic strategies and clinical
management. Here, the leading scientists who have made major
advances in the field provide up-to-date reviews and describe their
current knowledge and concepts.As such, this is the first volume to
summarize the implications of the meningococcus genome-sequencing
project, emphasizing the novel strategies in vaccine development.
Following a look at the history, the authors go on to treat the
epidemiology of meningococcal disease, as well as the genetics, str



