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Sommario/riassunto "I think this is an excellent book-I recommend it to anyone involved in
molecular epidemiology... The 26 chapters are written by topic
specialists, in an explanatory, east to read style."" -BTS Newsletter,
Summer 2009 ""This text provides an accessible and useful handbook
for the epidemiologist who wants to survey the field, to become better
informed, to look at recent developments and get some background on
these or simply to appreciate further the relatively rapid changes in
informatic and analytical technologies which increasingly will serve and
underpin future epidemiol



