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When trying to find new methods and problem-solving strategies for
their research, scientists often turn to nature for inspiration. An
excellent example of this is the application of Darwin's Theory of
Evolution, particularly the notion of the 'survival of the fittest', in
computer programs designed to search for optimal solutions to many
kinds of problems. These 'evolutionary algorithms' start from a
population of possible solutions to a given problem and, by applying
evolutionary principles, evolve successive generations with improved
characteristics until an optimal, or near-optimal, soluti
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Sommario/riassunto Inconsistency arises in many areas in advanced computing. Often
inconsistency is unwanted, for example in the specification for a plan
or in sensor fusion in robotics; however, sometimes inconsistency is
useful. Whether inconsistency is unwanted or useful, there is a need to
develop tolerance to inconsistency in application technologies such as
databases, knowledge bases, and software systems. To address this
situation, inconsistency tolerance is being built on foundational



technologies for identifying and analyzing inconsistency in information,
for representing and reasoning with inconsistent information, for
resolving inconsistent information, and for merging inconsistent
information. The idea for this book arose out of a Dagstuhl Seminar on
the topic held in summer 2003. The nine chapters in this first book
devoted to the subject of inconsistency tolerance were carefully invited
and anonymously reviewed. The book provides an exciting introduction
to this new field.



