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In this incisive, concise overview of this booming field, the editors --
two of the leading figures in the field with a proven track record --
combine their expertise to provide an invaluable reference on the topic.
Following a treatment of transcriptome analysis, the book goes on to
discuss replacement and mutation analysis, gene silencing and
computational analysis. The whole is rounded off with a look at
emerging technologies.Each chapter is accompanied by a concise
overview, helping readers to quickly identify topics of interest, while
important, carefully selected words and concept


