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Volume 11 Reviews in Computational Chemistry Kenny B. Lipkowitz and
Donald B. Boyd The Theme of this Eleventh Volume is Computer-Aided
Ligand Design and Modeling of Biomolecules. A Stellar Group of
Scientists from Around the World Join in this Volume to Provide
Tutorials for Beginners and Experts. Chapters 1 and 2 Take A Detailed
Look at De Novo Design Methodologies for Discovering New Ligands
which May Become Pharmaceuticals. Chapters 3 and 4 Cover the
Methods and Applications of Three-Dimensional Quantitative
Structure-Activity Relationships (3D-QSAR) Currently Used in Drug
Discovery. Ways t



