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In 17 contributions by leading research groups, this first
comprehensive handbook in the field covers the interactions between
proteins and lipids that make the fabric of biological membranes from
every angle. It examines the relevant hermodynamic and structural
issues from a basic science perspective, and goes on to discuss
biochemical and cell biological processes. The book covers physical
principles as well as mechanisms of membrane fusion and fission.
Additionally, chapters on bilayer structure and protein-lipid
interactions as well as on how proteins shape lipids and vice versa,
membrane


