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This book presents a selection of revised full papers accepted for
presentation at the First International Conference on Biology,
Informatics, and Mathematics, JOBIM 2000, held in Montpellier, France,
in May 2000. The 13 papers included in the book were selected after
two rounds of reviewing and revision from a total of 67 submissions.
Among the topics addressed are algorithms, comparative genomics,
evolution, phylogeny, databases, knowledge processing, genome
anotation, graph theory, combinatorial mathematics, macromolecular
structures, RNA and proteins, metabolic pathways and regulatory
networks, and statistics and classification.


