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The ability to control the rates of metabolic processes in response to
changes in the internal or external environment is an indispensable
attribute of living cells that must have arisen with life's origin. This
adaptability is necessary for conserving the stability of the intracellular
environment which is, in turn, essential for maintaining an efficient
functional state. The advent of genomics, proteomics, and
metabolomics has revolutionised the study of plant development and is
now having a significant impact on the study of plant metabolism and
its control. In the last few years, significa
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