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The proteome comprises all protein species resulting from gene
expression in a cell, organelle, tissue or organism. By definition,
proteomics aims to identify and characterise the expression pattern,
cellular location, activity, regulation, post-translational modifications,
molecular interactions, three dimensional structures and functions of
each protein in a biological system.In plant science, the number of
proteome studies is rapidly expanding after the completion of the
Arabidopsis thaliana genome sequence, and proteome analyses of
other important or emerging model systems and crop



2. Record Nr. UNINA9910133002203321

Titolo Donne in viaggio : viaggio religioso, politico, metaforico / / a cura di
Maria Luisa Silvestre, Adriana Valerio

Pubbl/distr/stampa Roma [etc.], : GLF editori Laterza, 1999

ISBN 88-420-5799-1

Descrizione fisica Xi, 266 p. :ill. ; ; 21 cm

Collana Percorsi;; 4

Altri autori (Persone) SilvestreMaria Luisa <1951->

ValerioAdriana <1952->

Disciplina 910
305
938
909
270
809
320
248

Lingua di pubblicazione Italiano

Formato Materiale a stampa

Livello bibliografico Monografia

Note generali Collected essays.

Nota di bibliografia Includes bibliographical references.



