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Computational chemistry is increasingly used in most areas of
molecular science including organic, inorganic, medicinal, biological,
physical, and analytical chemistry. Researchers in these fields who do
molecular modelling need to understand and stay current with recent
developments. This volume, like those prior to it, features chapters by
experts in various fields of computational chemistry. Two chapters
focus on molecular docking, one of which relates to drug discovery and
cheminformatics and the other to proteomics. In addition, this volume
contains tutorials on spin-orbit coupling and ce


